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ANTIGENIC PROPERTY OF DIFFERENT SEQUENCE VARIANTS OF THE HEPATITIS B SURFACE ANTIGEN WILD TYPES AND VACCINE ESCAPE MUTANTS 
Objectives. The purpose of this study was to determinate and evaluate of sequence heterogeneity on antigenic properties of hepatitis B surface antigen (HBsAg).

Methods. A number of recombinant HBsAg wild subtypes adw2, adw4, ayw1, ayw2, adr as well as ‘vaccine escape mutants’ adw2 T126S, Q129R, Q129L, T143K, Q145R and ayw1 Q145A were synthesised, purified and tested by enzyme immunoassay with a panel of 43 commercial available monoclonal antibodies specific for different determinants of HBsAg.

Results. Recombinant proteins were tested at the same concentration 1 ng/μL. All recombinant HBsAg proteins were immunoreactive and demonstrated very different level of reactivity. Among wild subtypes mostly immunoreactive with this panel was recombinant HBsAg subtype adw2. This protein has been detected by 90.6% of used MABs. Average S/Co was 43.7. Recombinant HBsAg subtype adw4 was least immunoreactive (55.8% MABs and average S/Co 3.7). Point mutations affected very different on HBsAg antigenic properties. The immunoreactivity of ‘vaccine escape mutants’ strains with MABs panel varied from 88.4 to 34.8%.

Conclusion. These data suggest that HBsAg sequence heterogeneity has a significant effect

on the antigenic properties of this antigen. Diagnostic test development requires careful

selection of MABs as diagnostic reagents. Recombinant HBsAg point mutants, especially

‘vaccine escape mutants’, may be used efficiently for evaluation of sensitivity commercial and

‘in house’ EIA for HBsAg detection.
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