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POTENTIAL ANTIGENIC DETERMINANTS OF Chlamydia trachomatis MAJOR OUTER MEMBRANE PROTEIN MODELED BY OVERLAPPED RECOMBINANT PROTEINS
Background. Major outer membrane protein (MOMP) is a primary target of specific anti-Chlamydia trachomatis antibodies. This protein performs important structural and immunity-related roles and contains 4 variable segments (VS I, II, III, IV). Previously it has been shown that immunoreactive antigenic epitopes are located within VS I, II and IV.

Objective. The purpose of this study was determination of potential antigenic epitopes encoded by open reading frame for major outer membrane protein of Chlamydia trachomatis and modelling them by using overlapped recombinant proteins about 100 amino acids (aa).

Methods: Several antigenic determinants of Chlamydia trachomatis MOMP have been predicted by

bioinformatics analysis. Six pairs of primers were designed to produce six overlapping DNA fragments from genomic DNA Chlamydia trachomatis by using PCR reaction. Recombinant genes encoding selected amino acid sequences about 100 aa with overlapping 30 aa have been synthesized. Proteins were expressed in Escherichia coli as hybrid proteins with Glutathione S-transferase and 6-Histidine tag. To study antigenic properties of new proteins 64 well defined positive (n = 39) and negative (n= 25) serum samples were tested. All serum samples were previously characterised by three commercially available assays for the detection of IgG anti-Chlamydia trachomatis.

Results. Six clusters of potential antigenic determinants have been predicted within major outer

membrane protein of Chlamydia trachomatis. Recombinant genes encoding predicted amino acid

sequences of MOMP at positions 1-116 aa, 66-165 aa, 128-216 aa, 191-286 aa, 252-354 aa and 317-398 aa were synthesised. The pure samples of 6 proteins were obtained by affinity chromatography. All proteins were immunoreactive and demonstrated different specific activity with anti-Chlamydia trachomatis antibodies in serum samples. The 191-286 aa protein showed the highest level of immunoreactivity. This antigenic epitope(s) comprise VS III.

Conclusion. The predicted antigenic epitope(s) located within 191-286 aa demonstrated a significant diagnostic potential as candidates for the development of diagnostic assays for the detection of anti-Chlamydia trachomatis IgG activity in serum specimens.
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